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DESCRIPTION 
This policy addresses the use of genetic profiling of breast tumors as a technique of 
predicting breast cancer recurrence and response to therapy.   
 
POLICY 
Patient must meet all the following criteria: 

A Gene Expression Survey such as Oncotype DX™, is a diagnostic test designed 
to assist in the decision making in regards to chemotherapy treatments based on 
the possibility of the recurrence of breast cancer in those women with newly 
diagnosed, early-stage breast cancer.  The cancer diagnosis has all of the 
following characteristics: 

• Estrogen-receptor positive (ER+) 
• Newly diagnosed 
• Node negative 
• Stage I or II (based on size only - over 2 cm) 

 
CODING 
 
REVENUE CODE 
0300 
 
HCPCS 
S3854 Gene expression profiling panel for use in the management of breast 

cancer treatment 
 
DIAGNOSIS 
These diagnoses are otherwise subject to medical policy as stated above 
174.0 Malignant neoplasm of female breast; Nipple and areola 
174.1 Malignant neoplasm of female breast; Central portion 
174.2 Malignant neoplasm of female breast; Upper-inner quadrant 
174.3 Malignant neoplasm of female breast; Lower-inner quadrant 
174.4 Malignant neoplasm of female breast; Upper-outer quadrant 
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174.5 Malignant neoplasm of female breast; Lower-outer quadrant 
174.6 Malignant neoplasm of female breast; Axillary tail 
174.8 Malignant neoplasm of female breast; Other specified sites of female 

breast 
175.0 Malignant neoplasm of male breast; Nipple and areola 
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